Children’s Health Exposure Analysis Resource (CHEAR)
CHEAR Data Submission and Review Portal (DSRP) - User Manual

Introduction

Welcome to the CHEAR Data Submission and Review Portal (DSRP)!

The URL for DSRP is: https://cheardatacenter.mssm.edu/

This User Manual outlines the Major Functions and Processes of DSRP and describes how
to use them. This manual is for Primary Investigators (i.e., “PI”s) and their Co-Investigators.
This manual is also available at the DSRP Q&A link:
https://cheardatacenter.mssm.edu/CHEAR DSRP User Manual PI v2 0.pdf

These users access the DSRP to upload their original study data and associated data
dictionary, all project supporting documents, generate CHEAR participant IDs (PIDs), map
CHEAR PIDs to original subject IDs and/or original sample IDs, map CHEAR SIDs (CHEAR
Coordinating Center provides CHEAR SIDs to PI) to CHEAR PIDs, and retrieve lab result
data.

CHEAR Data Repository Portal - User Manual - Version 2.0- June 5%, 2017 Page 1


https://cheardatacenter.mssm.edu/
https://cheardatacenter.mssm.edu/CHEAR_DSRP_User_Manual_PI_v2_0.pdf

Contents

1.0
11
1.2
2.0
2.1
2.2
2.3
2.4
2.5
2.6
2.7
2.8
3.0
3.1
3.2
3.3
4.0
4.1
4.2

Getting Access to the Data Submission and Review Portal .........cccoeeiiiiiiiccciee e, 3
SYSTEM REQUINEIMENTS ..o e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeeeaeeees 3
(o <=4 o740 ] OO TP PP PPPPU TSP 3
Retrieving CHEAR PIDs and Loading your Data FileS.........cuvvruiieiiiiieee e esieee e 4
ACCESSING YOUE PrOJECTLS ..uueeiiiiiieiieeeiiiittte ettt e e e e ettt e e e e e s sttt e e e e e s saanbaeeeeeeeesaannneeeeeeas 4
oY [Totfl 1= - 11 PSP 4
Step 1: Generate CHEAR PIDS ..ottt ee e e s e e e e e e e e s e e e e e e e e e s e e s eeseeeseseeeaeeees 5
Step 2a: (Optional) Map Original Subject ID’s t0 CHEAR PIDS ........cccouvteieciieeeeieee et ecieee e 8
Step 2b: (Optional) Map Original Specimen IDs t0 SUDJECES.........cceeevveieeiiieeeeeeireee e 11
Step 3: Upload Study RESUILS Data........cceecuiiiiiiiiiieiciiee ettt e st e e vae e e e aaee e 16
Archiving Uploaded FilES........uuiiieiiieieiiieeectee ettt et e see e e e e e s e e e s abae e e snbeeeeenreeas 18
Step 4: Submitting your Study Data for REVIEW..........eeiieiiii et 19
Mapping CHEAR SIDs to PIDs, and Shipping your Samples........ccccoeeeeecieeecciiee e 21
Navigate to the Map CHEAR Specimens to Participants Page......cccccceecieeeeeciieeeecviee e e 21
Map Specimens tO PartiCiPants ......oouiiiiiiieiieeiiireeee ettt e e s s st e e e e e s s saranee 21
Retrieve your Shipping Manifest........cociiiiiiii e e 26
Retrieving Lab Analysis Data from the portal .........ccoeeiiiiiciii e 28
Step One: Navigate to the Relevant “ANnalySis” ........coeiiecieieeiiiee e 28
Step Two: Retrieve ANalysis DAta .....c.eeieciiiieieciiie et et e e e e eba e e e e eaaa e e e e aaaeeeens 29

CHEAR Data Submission and Review Portal - User Manual - Version 2.0- June 5, 2017 Page 2



1.0 Getting Access to the Data Submission and Review Portal

All Pls and their Co-Investigators can access DSRP to view their CHEAR projects that have
been initiated.

The Application and Review process is managed through a separate web site, “MyCHEAR” ,
at https://mychear.chearprogram.org/

e Once your project application has reached the appropriate status in MyCHEAR, you
will receive an email from CHEAR Data Center (DC), informing you that your project
is accessible via CHEAR DSRP. This email will provide login instruction and a
temporary password, if you are a new CHEAR DSRP user.

e Upon logging in to the DSRP for the first time (see the “logging on” section below),
you will be prompted to change your password.

1.1  System Requirements

The CHEAR Data Submission and Review Portal is an internet based system. To access it,
you will need a computer that has internet connection and a web browser. Internet
Explorer (v. 11 or higher) or Google Chrome (v. 50 or higher) is recommended. (Firefox is
not recommended).

1.2 Logging on

Access the CHEAR Data Submission and Review Portal Home Page at the following URL.

https://cheardatacenter.mssm.edu/

The Home page displays Summary Info for Subjects and Samples already in the system, as
well as a map of participating PI's institutions. The map and Subject, Sample distributions
will change when the underlying data change.

e Enter your Email Address and Password, and click the Log In button.
e Ifthis is your first time logging on, please see the “Getting Access” Section above.

Figure 1 - Login screen
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2.0 Retrieving CHEAR PIDs and Loading your Data Files
2.1  Accessing Your Projects

Once you have logged in, you can click on the “My Projects” link on the blue Navigation Bar
at the top of the screen, which will show a list of the projects that you are assigned to as a
PI or Co-Investigator (see Figure below).

; Oniiea Fioailh Expostes 5, ata Submission and Review
CHEAR Analysis Resource o0 o o Portal - P
This resource is made available by grants from the National Institute of Environmental Health Sciences. ," o . & G( O 2
Welcome, Pl-tester Sinai

Home My Projects Search FAQ Log Out
My Projects & Analyses
CHEAR .
Project ProjectTitle:  Status  Significance Specific Aims #PIDs | #SIDs
D Accepted
20006 User Guide Demo Approved  In health The Elixhauser comorbidity system was developed  08/01/2016 Assigned Assigned
1 services and is most often Used in administrative datasets. Two 00710 00f20
research, itis examples of such datasets are the Nationwide
often Inpatient Sample (NIS) and the State Inpatient
necessaryto  Database (SID), which are both maintained by the
adjustfor  Healthcare Cost and Utiization Project (HCUP, see
confounding  http://hcup-us ahrq.gov/). HCUP provides software for
due to converting International Classification of Diseases, Sth
comorbidity, Revision, Clinical Modification (ICD-9-CM) diagnosis
the... codes to Elixhauser comorbidity indicators (see
hitp:/hcup-

us.ahrg.govrtoolssoftware/comorbidity/comorbidity jsp).
van Walraven and colleagues [2] developed a
summary score for the Elixhauser comorbidities by
modeling in-hospital mortality with inpatient admission
data. The summary score is a weighted combination of
the 30 Elixhauser comorbidities, where a larger
comorbidity weight indicates a stronger association
between the comorbidity and in-hospital mortality

777666 Ezra's Test Approved This projectis n health services research, it is often necessary to 06/20/2016 Assigned Assigned
intended to  adjust for confounding due to comorbidity, the 00f35 0of310
test the resence of one or more agditional disorders co-

Figure 2 — My Projects screen

e The list can be sorted by Project ID, Title, or Status, by clicking on the column
headers.

e The information displayed within the columns has been gathered from your project
application submitted via the “MyChear” portal, and the total numbers of subjects
and specimens were updated by the Lab Hub and the Data Center.

¢ C(licking on the Project Title will navigate you to the Project Detail screen.

2.2  Project Details
The “View Project” page lists the high-level project information that was provided

on your project application in the “MyCHEAR portal” and the total numbers of
subjects and specimens were updated by the Lab Hub and the Data Center.

At the bottom of the page, the set of Analysis for this project as specified within the
“MyCHEAR portal” are listed.
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CHEAR ===

This rasourcs is mace svasatie by grants #om the Nasonal InsSitute of Enwironmentas Health Sciences.

Home. My Projects Searcn A LogOut

View Project

CHEAR Project ID:
Project Title:
Significance:

Specific Aims:

Subject Number:
Date Accepted to CHEAR:

Principal Investigator:
Contributing:

File Name

Figure 3 — Project Detail screen

e The project level details will list the Number of Subjects and Specimens out of the
total assigned to the project already allocated. If none have been generated yet, they
will be listed as 0 (see circled section in Figure above).

e The Page contains several buttons, which will be described in detail below. Stepping
through the actions available via the buttons will allow you to perform all the steps
necessary for retrieving your CHEAR PIDs, mapping your original subject or
specimen IDs, and uploading any project-related data and documents you may have.

2.3  Step 1: Generate CHEAR PIDs

The “View Project” page contains a button called “Generate CHEAR Participant IDs”
(see figure below).

This button will allow you to generate and retrieve part or all the total number of
CHEAR PIDs that have been assigned to this project. Each individual study subject
should have a participant ID, regardless of sample availability.
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U5-anTq-gov/ioolssolware/comorDIdiy/COmOTDIdny J5p). van wwalraven and colleagues [2] de

score for the Elixhauser comorbidities by modeling in-hospital mortality with inpatient admisg
summary score is a weighted combination of the 30 Elixhauser comorbidities, where a large
weight indicates a stronger association between the comorbidity and in-hospital mortality.

Subject Number: Assigned 0 of 10 Sample Number: Assigned 0 of 20
Date Accepted to CHEAR: 08/01/2016

Principal Investigator: Pl-tester Sinai;

Contributing: Co-Pl-Tester Sinai;

Figure 4 — Generate CHEAR Participant IDs button

¢ Clicking the button navigates you to a separate “Generate PID page”

Home My Projects Search FAQ Log Out
Generate CHEAR Participant IDs
CHEAR Project ID: 200-06 CHEAR Project Status: Approved
Generate CHEAR Participant IDs for Project

Enter # of Participants: [ |

Figure 5 — Generate CHEAR Participant IDs screen

e Enter the Number of CHEAR PIDs that you would like to generate and retrieve, and
click the “Generate IDs” button.
Note: you can enter part or all of the total number of PIDs you had specified

for your project.
If you enter more than the total number, however, you will receive an alert

message.

e The following page will appear with a downloadable set of CHEAR PIDs.

' 'Data Submission and Review

CHEAR gezsisnower R b

This resource Is made available by grants from the National Institute of Environmental Health Sciences.

Welcome, Pl-tester Sinai

Home My Projects Search FAQ Log Out

Generate CHEAR Participant IDs

CHEAR Project ID: 200-06 CHEAR Project Status: Approved

# of Paniclgant IDs Reguested: 10

a3 | Download Participant IDs

Figure 6 — Generated Participant IDs file
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e The CHEAR PID file will open in Excel and will contain five columns as shown by the
following figure, one containing the set of CHEAR PIDs and others containing CHEAR
project ID, and time stamps. One column, Original Subject ID, is for you to map
original subject IDs to CHEAR PIDs. You can save this file on your computer for
reference, if desired.

A B C D E
CHEAR PID Original Subject ID CHEAR Project ID Created Date Time Modified Date Time
6561351 ori_sub_1 200-2017 5/1/2017 9:19 5/17/2017 11:05
8029779 ori_sub_2 200-2017 5/1/2017 9:19 5/17/2017 11:05
1356773 ori_sub_3 200-2017 5/2/2017 10:08 5/17/2017 11:05
3529823 ori_sub_4 200-2017 5/2/2017 10:08 5/17/2017 11:05
9369265 ori_sub_5 200-2017 5/3/2017 9:26 5/17/2017 11:05

Figure 7 — PIDs, once downloaded

e Note: The CHEAR PIDs are also always available for download from the “View
Project” page (see Figure below)

View Project

CHEAR Project I1D: 200-2017 CHEAR Project 5tatus: Approved
Project Title: Production Placehaolder

Significance: Placeholder Placeholder

Specific Aims: Placeholder Placeholder

Subject Number: Assigned 2 of 10 Sample Number: Assigned O of 20

Date Accepted to CHEAR:

Principal Investigator:

022017

Pl-tester Sinai; Xin Zheng,

Contributing:
v
Data Uploaded Acliva W
File Mame File Description 252 File Uploaded By Catego
- Uploaded = r’

julia_canada xlsx ais 02132017 & Pl-tester SinaiData Dictionary [ Codebook E
Test Warkshest wdsx Production TEST fle ozM3z07 ‘; Pl-tester SinaiData Dictionary [ Codebook d
CHEAR_DRMC_User_Manual_v3.docdest for sizing 02M52017 I; Pl-tester SinaiSupporting Documents for d

— Project
Generated IDs
File Mame Date Uploaded File Uploaded By
CHEAR_Participant_|Ds2ds a System Generated
Analyses
Analysis Title Sample Matrix Lab Hub Assigned Humber of Samples File Count
Analysis Placeholder 0 ]

Figure 8 — Generated PIDs always available on the “View Project” Screen
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2.4

Step 2a: (Optional) Map Original Subject ID’s to CHEAR PIDs

The “View Project” page contains a button called “Map Original Subject IDs” (see

figure below).

This button allows you to enter and map your original subject ID’s (that you may
have used to identify your subjects up to this point), to your CHEAR PIDs.

Based on the design of your study, you may have questions on how many or which
study subjects require a CHEAR PID assignment. Please consult with your CHEAR
Data Center analyst. You can email CHEARSupport@mssm.edu if you need to

identify your analyst.
View Project
CHEAR Project I0: 2002017 CHEAR Project Status: Approved
Project Title: Production Placeholder

Significance:

Specific Aims:

Subject Number:

Date Accepted to CHEAR:

Principal Investigator:
Contributing:

Step 1:

Placeholder Placeholder
Placeholder Placeholder
Assigned 2 of 10

o2 2017

Sample Number: Assigned 0of 20

Fl-tester Sinai; Xin Zheng

Genernte CHEAR Participant [Ds (2 nllocated atready)

Step 2 (optional):

Step 3

Step 4, Updste Status:

1l
§ !

Figure 9 — Map Original Subject IDs button — on the View Project page

¢ C(licking the “Map Original Subject IDs” button navigates you to a separate “Map
Original Subject IDs” page (see figure below)

Map Original Subject IDs

CHEAR Project ID:

Choose a CHEAR Participant 1D

L

Example

A B

1 CHEARPID Original PID

2 1475193 A231123
3 |1155233 123232

200-2017 CHEAR Project Status: Approved
Original Subject ID
OR
Copy and paste mapping of CHEAR PIDs / Original Subject IDs pairs _
Assign

CHEAR Participant ID

Original Subject ID Remove
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Figure 10 — Map Original Subject IDs page

e There are two methods for mapping Original Subject IDs to CHEAR PIDs:
o One by One, or

o InBulk (copy and paste all at once)

e Tomap “One by One”, begin entering the desired CHEAR PID in the Upper Left
Hand field (the field will “auto-complete” by searching your CHEAR PIDs, as you
type)

Map Original Subject IDs
CHEAR Project ID: 200-2017 CHEAR Project Status: Approved
[Choose a CHEAR Participant ID Original Subject ID
@ - —
6561351
OR
Example

opy and paste mapping of CHEAR PIDs / Original Subject IDs pairs:

e o
1 CHEARPID Original PID
2 |1475193 A231123

3 |1155233 123232

CHEAR Participant ID Original Subject ID Remove

Figure 11 — Map CHEAR PID to Original Subject ID (one by one) — enter PID

e Then enter the Original subject ID and click “Assign”

Map Original Subject IDs
CHEAR Project ID: 200-2017 CHEAR Project Status: Approved
Choose a CHEAR Participant ID Original Subject ID
OR
Example

Copy and paste mapping of CHEAR PIDs / Original Subject |Ds pairs
]
1 CHEARPID Original PID

_2 [1475193 A231123
3 |1155233 C123232

CHEAR Participant ID Original Subject ID Remove

Figure 12 — Map CHEAR PID to Original Subject ID (one by one) — enter Original Subject ID
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e The resulting Mapping will appear at the bottom of the screen (and can be deleted if
necessary via the “remove link”)

Map Original Subject IDs
CHEAR Project ID: 200-2017 CHEAR Project Status: Approved
Choose a CHEAR Participant ID Original Subject ID
OR
Example:

Copy and paste mapping of CHEAR PIDs / Original Subject IDs pairs

R
1 CHEARPID Original PID
2 1475193 A231123

3 [1155233 C123232

CHEAR Particieant 1D 0rigina| Subiect 1D R_emove
[ 6561351 ori_sub_1 i ]

Figure 13 — Mapped CHEAR PIDs and Original Subject IDs

e To map by the “In Bulk (copy and paste all at once)” method, enter a Tab-
Delimited set of CHEAR PID - Original Subject ID rows in the lower right Text Area.
NOTE: These values may be copied and pasted directly from an excel spreadsheet
For example, copy the desired pairs from your local spreadsheet

A B C
CHEAR PID  Original Subject ID
SESI2EA

8029779 ori_sub_2 |

i

Figure 14 — Researcher’s CHEAR PID to Original Subject ID mapping file

e Paste them into the lower right text area, and click the “Assign” button.

Map Original Subject IDs
CHEAR Project ID: 200-2017 CHEAR Project Status: Approved
Choose a CHEAR Participant ID Original Subject ID
OR
Example

Copy and paste mapping of CHEAR PIDs / Original Subject I1Ds pairs

Assi
M 8029779 ori_sub_2

1 CHEARPID Original PID
2 |1475193 A231123
3 |1155233 C123232

CHEAR Participant ID Original Subject ID Remove
6561351 ori_sub_1 ]

Figure 15 — Map CHEAR PID to Original Subject ID (in bulk)
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The resulting mapping of multiple pairs will now appear at the bottom of the screen,

and can be deleted if necessary via the “remove link”.

Map Original Subject IDs

CHEAR Project ID:

Choose a CHEAR Participant ID

[ ]

Example
| A B |

1 CHEARPID Original PID

2 (1475193 A231123

3 [1155233 C123232

200-2017 CHEAR Project Status: Approved

Onginal Subject ID

[ 1

OR
Copy and paste mapping of CHEAR PIDs / Original Subject 1Ds pairs:

CHEAR Participant ID Original Subject ID Remove
iginal Subject ID L
6561351 ori_sub_1 i}
8020779 ori_sub 2 T

Figure 16 —— Mapped CHEAR PIDs and Original Subject IDs

have been mapped to original subject ID’s (by either method),

e NOTE: Once the PIDs

the mapped values will always be accessible to download from the View Project

screen, within the CHEAR Participant ID’s file (mentioned above).
Data Uploaded Active v
File Name File Description 3:::aded File  Uploaded By Category
Ganaratzd D
File Name Date Uploaded File Uploaded By
CHEAR_Participant_IDs xIs FiLs | Systemn Generated
Figure 17 — PIDs to Original Subject IDs mapping file is available on the “View Project” Screen

2.5  Step 2b: (Optional) Map Original Specimen IDs to Subjects

The “View Project” page contains a button called “Map Original Specimen IDs” (see

figure below).

This button allows you to enter and map your original specimen ID’s (that you may

have used to identify

your specimens up to this point), to your subjects. You can

map specimens to subjects either by linking to “CHEAR PID” or to “Original Subject
ID” (if you have already provided Original Subject IDs, see previous section).
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NOTE: While a subject can have more than one original specimen ID, the same
specimen ID cannot be mapped to more than one subject.

View Project

CHEAR Project ID: 200-2017 CHEAR Project Status: Approved
Project Title: Production Placsholder

Significance: Flaceholder Placeholder

Specific Aims: Flaceholder Placeholder

Subject Number: Assigned 2 of 10 Sample Number: Assigned 0of 20
Date Accepted to CHEAR: pzmzom7

Principal Investigator: Pl-tester Sinai; Xin Zheng:

Contributing:

-
Step 2 (eplional) [P —
s

S—

Figure 18 — Map Original Specimen IDs button — on the View Project page

Clicking the “Map Original Specimen IDs” button navigates you to a separate “Map
Original Specimen IDs” page (see figure below)

The screen provides a Choice of which Subject Identifier to map Original Specimen
IDs to:

o Original Subject ID (if these had previously been entered)

o CHEARPID

C H E A Children’s Health Exposure ) ‘ Data Submission and Review

Analysis Resource Portal

This resource is made available by grants from the National Institute of Environmental Health Sciences.

>

Welcome, Xin Zheng

My Projects Search Admin Log Out

Map Original Specimen IDs
CHEAR Project ID: 200-2017 CHEAR Project Status: Approved
Please select one of the following mapping opti

Please select:
O Mapping of Original Subject ID's to Original Specimen ID's
O Mapping CHEAR PID to Original Specimen ID's

Original Specimen ID Original Subject ID CHEAR PID Remove

Figure 19 — Map Original Specimen IDs page
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e Once the CHOICE of subject identifier to be used for mapping is selected, the screen
presents two methods for mapping Original Specimen ID’s to subjects:
o One by One, or
o In Bulk (copy and paste all at once)

e Tomap “One by One”, begin entering the desired CHEAR PID / Original Subject ID
(depending on your initial choice) in the Upper Left Hand field (the field will “auto-
complete” as you type)

Map Original Specimen IDs

CHEAR Project ID: 200-2017 CHEAR Project Status: Approved

Please select one of the following mapping options
O Mapping of Original Subject ID's to Original Specimen ID's
® Mapping CHEAR PID to Original Specimen ID's

Type in a CHEAR PID Type in a Original Specimen ID
& z —
6561351

ox
Figure 20 — Map Original Specimen IDs to PIDs page (one by one) — enter PID
e Then enter the original specimen ID and click “Assign”

Map Original Specimen IDs

CHEAR Project ID: 200-2017 CHEAR Project Status: Approved

Please select one of the following mapping options
O Mapping of Original Subject ID's fo Original Specimen ID's
® Mapping CHEAR PID to Original Specimen ID's

Type in a CHEAR PID Type in a Original Specimen ID

on

Figure 21 — Map Original Specimen IDs to PIDs page (one by one) — enter Original Specimen ID

e The resulting Mapping will appear at the bottom of the screen (and can be deleted if
necessary via the “remove link”)
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Home My Projects Search FAQ Admin Log Out

Map Original Specimen IDs

CHEAR Project ID: 200-2017 CHEAR Project Status: Approved

Please select one of the following mapping options
@ Mapping of Original Subject ID’s to Original Specimen ID's
O Mapping CHEAR PID to Original Specimen ID's

Type in a Original Subject ID Type in a Original Specimen 1D
ox
Example Copy and paste mapping of Original Subject IDs/ Original Specimen IDs pairs:
A B
1 [PHIET ABC123
2 [Tvox3 BCD456
3 |UAEAS CDE789
Original Specimen ID Original Subject ID CHEAR PID Remove
[ ori_spe 1 ori_sub 1 6561351 @]’ l

Figure 22 — Mapped Original Specimen IDs, Original Subject IDs and PIDs

To map by the “Bulk (copy and paste all at once)” method, enter a Tab-Delimited set of
CHEAR-PID to Original Specimen ID pairs, or Original Subject ID to Original Specimen ID
pairs in the Lower right Text Area. (corresponding to your initial mapping choice selection)

NOTE: These values may be copied and pasted directly from an excel spreadsheet

For example, copy the desired pairs from your local spreadsheet

A B C D E F
CHEAR PID Qriginal Subject 1D _Original Sample ID CHEAR Project ID Created Date Time Modified Date Time
6457949 lori_sub_605 ori_spe_605 200-2017 6/5/2017 12:42 6/5/2017 12:49

Figure 23 — Researcher’s CHEAR PID - Original Subject ID — Original Specimen ID mapping file

and paste them into the lower right text area, and click the “Assign” button.
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Map Original Specimen IDs

CHEAR Project ID: 200-2017 CHEAR Project Status: Initial Data Reviewed by Stats Core

Please select one of the following mapping options
® Mapping of Original Subject ID's to Original Specimen ID's
(O Mapping CHEAR PID to Original Specimen ID's

Type in a Original Subject ID Type in a Original Specimen 1D

I L

Example
A B ori_sub_605 ori_spe_605
1 |PHI67 ABC123 |
2 |Tvox3 BCD456
3 |UAEAS CDE789

Figure 24 — Map Original Specimen IDs to Original Subject IDs (in bulk)

e The resulting mapping of multiple pairs will now appear at the bottom of the screen,
(and can be deleted if necessary via the “remove link”). Note that a single subject
can be mapped to multiple Original Specimen IDs.

Original Specimen ID Original Subject ID CHEAR PID Remove
ori_spe_2 ori_sub_2 8029779 @T
ori_spe_3 ori_sub_6 3508803 Ty
ori_spe_4 ori_sub_6 3598893 '@]’
ori_spe 5 ori_sub 5 9369265

s —
ori_spe_605 ori_sub_605 6457949

Figure 25 — Mapped Original Specimen IDs, Original Subject IDs and PIDs

¢ NOTE: Once the Original Specimen IDs have been mapped (by either method), the
mapped values will always be accessible to download from the View Project screen,

within the Original_Specimen_ID_mapping file.

Data Uploaded
" _ L Date ~
File Name File Description File Uploaded By Category
Uploaded

julia_canada xlsx aaa 02113/2017 @ Pl-tester SinaiData Dictionary / Codebook u:
Test Worksheet.xlsx Production TEST fle 02/13/2017 & Pl-tester SinaiData Dictionary / Codebook n:
CHEAR_DRMC_User_Manual_v3_.docxtest for sizing 02/15/2017 ; Pl-tester SinaiSupporting Documents for =

_ Project n
Generated IDs
File Name Date Uploaded File Uploaded By
CHEAR_Participant_IDs xls System Generated
Qriginal_Specimen_|D_mapping xIs s | System Generated
Analyses
Analysis Title Sample Matrix Lab Hub Assigned Number of Samples File Count

0 0

Analysis Placeholder

Figure 26 — Original Specimen IDs — Original Subject IDs — CHEAR PIDs mapping file is available on the “View Project” Screen
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2.6  Step 3: Upload Study Results Data

The “View Project” page contains a button called “Upload Data” (see figure below).
This button allows you to upload any project-related data that you have collected for
your project (e.g., epidemiological data, questionnaire answers, demographics, etc.)
You may also upload any additional supporting documents related to your project.

View Project

CHEAR Project ID: 200-2017 CHEAR Project Status: Approved
Project Title: Production Placeholder

Significance: Placeholder Placeholder

Specific Aims: Placeholder Placeholder

Subject Number: Assigned 2 of 10 Sample Number: Assigned 0 of 20
Date Accepted to CHEAR: 02/01/2017

Principal Investigator: Pl-tester Sinai; Xin Zheng;

Contributing:

Step 1 Generate CHEAR Participant 1Ds (2 allocated already)

Step 3. Upload Data

Step 4, Update Status Ready for Stats Core Review

Figure 27 — Upload Data button — on the View Project page

e Clicking the “Upload Data” button navigates you to a separate “Upload Project Data”
page (see figure below)

CHEAR S Hedt goars

This resource Is made available by grants from the National Institute of Environmental Heaith Sciences.

Welcome, Pl-tester Sinai

Home My Projects Search FAQ Log Out
Data Upload
CHEAR Project ID: 200-06 CHEAR Project Status: Approved

Upload a Project File
Category ™ | Select Category ]

Figure 28 — Upload Project Data Screen

e The Category menu contains 3 categories that you may select (see figure below)
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Welcome, Pl-tester Sinai

Home My Projects Search FAQ Log Out
Data Upload
CHEAR Project ID: 200-2017 CHEAR Project Status: Initial Data Reviewed by Stats Core

Upload a Project File
Category * Select Categol
Data Dictionary / Codebook
Original Study Data
PRI s upporting Documents for Project m

Figure 29 — Document Categories for upload.

¢ You can search your own local directory for a file to upload and attach a short
description after selecting an upload file category.

e Atleastone “Data Dictionary / Codebook “ must be uploaded per project, since
original study data files will need to be linked to it (see below).

¢ Uploading “Original Study Data” (epidemiological data, demographics data, etc.)
requires some additional inputs:

o You must indicate the associated Data Dictionary / Codebook (already
uploaded).

o You may select to indicate whether this data is de-identified.

Upload a Project File
Category *: [Criginal Study Data v

File *: Browse...

Short Description™ [ |
Select Associated
Codebook ™

De-identified? |

Figure 30 — Upload Data for “Original Study Data” category

[Select Data Dictionary v

e “Supporting Documents for Project” allows any type of file to be uploaded.

CH E A Children’s Health Exposure 2 ' Data Submission and Review
Analysis Resource ) 3 Portal
This resource is made available by grants from the National Institute of Environmental Health Sciences, 0 2 2 Y

Welcome, Pl-tester Sinai

Data Upload

ICHEAR Project ID: 200-06 CHEAR Project Status: Approved

Upload a Project File
Category * [Supporting Documents for Project v |
File ™ [ Choose File | MSDW Pamphiet v3 pptx
Short Description ™ test supporting document 7]

Figure 31 — Data upload page for “Supporting Documents”
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e Once the “Upload” button is clicked, the uploaded file will appear in the “Data
Uploaded” section of the View Project page (see figure below).

NOTE: CHEAR Data Center personnel also have the ability to upload documents
into your project space (this is especially relevant if you are collaborating with them
on the content / structure of your data). You can tell who uploaded a file by looking
at the “Uploaded By” column.

S92 ot o s

Step 4, Update Status: (Already updated) Current status: Initial Data Reviewed by Stats

Core
Data Uploaded
File Name File Description Date File Uploaded By Category
Ao 5
Lt 2mailuls ey
Julia_canada.xlsx Faa o2n3rzmy s Pl-tester SinaiData Dictionary / Codebook E
Test Worksheet xlsx Production TEST fle 0211372017 s Pl-tester SinaiData Dictionary / Codebook E
CHEAR_DRMC_User_Manual_v3.docxtest for sizing 021152017 ; Pl-tester SinaiSupporting Documents for
— Project
Generated IDs
File Name Date Uploaded File Uploaded By
CHEAR._Participant_IDs xls feLs | System Generated
Original_Specimen_ID_mapping.xls a9 System Generated
Analyses
Analysis Title Sample Matrix Lab Hub Assigned Number of Samples File Count
Analysis Placeholder_1 Serum T4 - Mt. Sinai 10 1

Figure 32 — Uploaded files displayed on View Project page

2.7  Archiving Uploaded Files

Files that you have uploaded may be “archived” (if they are incorrect or outdated, or
have been replaced by a newer version).
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Data Uploaded Active v
File Name File Description pate File Uploaded By Catego
= Uploaded S U L

CHEAR project data dictionary 08/25/2016 gy Pl-tester Sinai Data Dictionary / Codebo =
Data_dictionary_template_v2 xlsx — =
MSDW Pamphlet v3.pptx test supporting document 08/25/2016 = Pl-tester Sinai Supporting Documents fo -

_ Project
Specimen_Category.xisx Epi Data for Project 08/25/2016 gy Pl-tester Sinai Project Results Data ﬁ
Generated IDs
File Name Date Uploaded File Uploaded By
CHEAR_Participant_IDs.xIs s | System Generated
Local_Specimen_ID_mapping.xls s | System Generated
Analyses
Analysis Title Analysis Method Number of Subjects Number of Samples
BIM2 - Blood Metals Cs and Sb 5 10
BSMOKE - Tobacco Metabaolites 5 10

Figure 33 — Ability to Archive files

e To archive a file, click on the “archive” icon, next to the document (see figure above)
o The system will prompt you for confirmation, and then archive your file.
e To see files that you have already archived, toggle the “File view selection box” to
“Archived” (see figure below).
e Tosee your CURRENT set of files, toggle the selection back to “Active” (see figure
below).

Data Uploaded
File N File D ipti pate Fil Uploaded By Cat:
ile Name ile Description ile oade ategol
= Uploaded g g R

CHEAR project data dictionary 08/25/2016 o)  Pl-tester Sinai Data Dictionary / Co
Data_dictionary_template_v2.xisx —
1MSDW Pamphiet v3.pptx test supporting document 08/25/2016 "  Pl-tester Sinai Supporting Documents for =

— Project S
Specimen_Category.xisx Epi Data for Project 08/25/2016 oy  Pl-tester Sinai Project Resuits Data u‘
Generated IDs
File Name Date Uploaded File Uploaded By
CHEAR_Participant_IDs.xls s | System Generated
Local_Specimen_ID_mapping.xis Piis | System Generated
Analyses
Analysis Title Analysis Method Number of Subiects Number of

Figure 34 — File View selection box

2.8 Step 4: Submitting your Study Data for Review

Once you have uploaded ALL of your relevant study data, you should set the status
of your Project to “Ready for Review by Stats Core”. This will automatically notify
Data Center Statistical personnel that your data is ready for initial review.
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Step 1: Reached the limit of CHEAR Participant IDs

Step 4, Update Status: l

Data Uploaded

File Name File Description File Uploaded By Category

Figure 35 — Update Status

e Clicking the “Ready for Stats Core Review” will update the status of your project, and
send a notification to Data Center Statistical-Core personnel.

o Note: You will still have full access to your project and files after this step.

View Project

CHEAR Project 1D:
Project Title:
Significance:

Specific Aims:

Subject Number:

Date Accepted to CHEAR:

Principal Investigator:
Contributing:

Step 1:
Step 2 (optional):
Step 3

Step 4, Update Status:

Data Uploaded

File Name
Julia_canada.xlsx

Test Worksheet xlsx

CHEAR_DRMC_User_Manual_v3.docxtest for sizing

Generated IDs
File Name

CHEAR._Participant_IDs xls

Onginal_Specimen_ID_mapping.xs

200-2017
Production Placehclder

CHEAR Project Status:

Awaiting Review

Placeholder Placeholder
Placeholder Placeholder
Assigned 2 of 10
02/01720M7

Sample Number:

Pl-tester Sinai; Xin Zheng;

Generate CHEAR Parnicipant IDs (2 allocated already)

Map Original Subject I0s

(Already updated) Current status: Awaiting Review

Date

File Description Uploaded File
aaa 02/1372017 aa
Production TEST fle 02132m7 -
02/1572017 l;_;-

Date Uploaded File
o

a

Figure 36 — Updated Project Status

Assigned 0 of 20

Uploaded By Category
Pl-tester SinaiData Dictionary / Codebook E
Pl-tester SinaiData Dictionary / Codebook E

Pl-tester SinaiSupporting Documents for =
Project 1

Uploaded By

System Generated

System Generated
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3.0

3.1

Once the “Ready for Stats Core Review” is clicked, the project Status appears as
“Awaiting Review”

The option to update the project status is no longer available.

The project Status will change to “Initial Data Reviewed by Stats Core” when the DC
Statistical Core finishes its review and release SIDs to the CHEAR Coordinating
Center (CC).

Mapping CHEAR SIDs to PIDs, and Shipping your Samples

NOTE: This section assumes that you have already received the electronic set of
SIDs and associated labels from CHEAR CC.

Once you have received your set of sample labels from CHEAR CC, which each have a
barcoded Specimen ID (SID) encoded upon them, you can map each SID directly to a
corresponding study participant via several methods available in the DSRP.

Navigate to the Map CHEAR Specimens to Participants page

Log on and Navigate to your project.

Click on the relevant project title that you want to map specimens for.

Note: You can confirm that your project is ready for SID-to-PID mapping by seeing
that the status reads “Initial Data Reviewed by Stats Core”

My Projects Search FAQ Log Qut

View Project

CHEAR Project ID: 200-08 CHEAR Project Status: Initial Data Reviewed by Stats Core
Project Title: User Guide Demo 1
Significance:

3.2

Figure 37 — Project Status on Project Review page
Map Specimens to Participants

You can find two SID-PID mapping buttons on the Project Review page: “Map
CHEAR Specimens to Participants (one by one)” or “Map SIDs to PIDs in bulk”.
You can use either method to map your SIDs to PIDs.
o Note: these buttons will only be available once the status of your project has
been marked as “Initial Data Reviewed by Stats Core”
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Step 1:
Step 2 (optional):
Upload Data

Step &

Step 4, Update Status:

Map Original Subject IDs

Generate CHEAR Participant IDs (8 allocated already)

Map Original Specimen IDs

(Already updated) Current status: Initial Data Reviewed by Stats Core

Step &

Map CHEAR Specimens to Participants (one by one)

Map 5IDs to PIDs in bulk

Figure 38 — Map CHEAR Specimens to Participants buttons on Project Review page

e Please click on the “Map CHEAR Specimens to Participants (one by one)” button to
map SIDs to PIDs in one by one manner. The following mapping page will display.

Map CHEAR Specimen IDs

CHEAR Project ID: 999

CHEAR Project Status: Initial Data Reviewad by Stats Core

CHEAR PID OR Original Subject ID OR Original Specimen ID Scan CHEAR SID *

—
Required Fields (%)
Select One or more Analyses that this Sample Analysis Name Sample Matrix Lab Hub Assigned
will be used for. (NOTE: More than one
Analysis should only be selected for an SIDif | Alex Test1
the receiving Lab will further aliquot the L Alex Test2
samples) [ Alex Test3

[1 Metals Number 2
Sample Quantity™ [ ] SampleQuantity (UOM)= Concentration:
(required for DNA / RNA samples)

Optional Fields

Sample Collection Method:
Sample Collection Date:
Sample Storage Temp:
Comments by Pl:

[ Keep Walues in Fields for Next Assignment

[ |samplePreservative: [ ]

[ ] SampleContainer Type:
— Sample Alquotng: ||

Sample Freeze/Thaw Cycles:

Sample Group ID:

Sample Shipment Info:
Box-Position:

Figure 39 — Map CHEAR Specimens to Participants (one by one) page

o This mapping approach provides several OPTIONS for how to map each CHEAR

SID.
= Map to CHEAR PID
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» Map to Original Subject ID (if these were previously uploaded. See
preceding sections)
» Map to Original Specimen ID (if these were previously uploaded. See
preceding sections)
* NOTE: The system will only let you map a CHEAR SID to one of the above
three options at a time. However, if you have selected to map to a CHEAR
PID / Original Subject ID, and that Original Subject ID already has Original
Specimen IDs mapped to it, the system will force you to further select a
specific Original Specimen ID to map the CHEAR SID to.
o Select the PID / Original Subject ID / Original Specimen ID that you are mapping
a particular CHEAR SID to.
o You can then SCAN the full CHEAR SID directly from the Label into “CHEAR SID”
text box (Red square in Figure 38)
* Note: you can also type it in, if you prefer
o Complete the “Required Fields” information (the system will alert if you do not
fill out these fields)
o Complete the “Optional Fields” information, if you prefer
Click the “Assign” Button
Special Feature: If there are multiple Samples that will require having the same
/ similar information entered in each of the Required / Optional fields, you can
click on the “Keep Values in Fields for Next Assignment” checkbox (see
screenshot below). This option will keep the values entered in the Required /
Optional fields present for each CHEAR SID assignment.
= When this option is not selected, the fields are cleared after each
assignment).

Box-Paosition:
Keep valuges in Fields for Next Assignment

Figure 40 — Keep Values in Fields for Next Assignment flag

o The bottom of the screen displays the SID to PID mappings that you have
completed. Please Review. If any of the mappings as entered are incorrect, they
can be deleted by clicking on the associated “Remove” icon on the right-hand
side.

o Once the mappings have been reviewed, clicking the “Done” button, which will
navigate you back to the Project View.
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Map CHEAR Specimen IDs

CHEAR Project ID: 200-04 CHEAR Project Status: Initial Data Reviewed by Stats Core
CHEAR PID oR Original Subject ID oR Onginal Specimen ID Scan CHEAR SID *
]

Required Fields (*)
Select One or more Analyses that this Sample  Analysis Name Sample Matrix Lab Hub Assigned
will be used for. (NOTE: More than one

Analysis should only be selected for an SID

if (1 BM2 - Blood Metals Cs and Sb Blood Lab Test

the receiving Lab will further aliquot the [ BSMOKE - Tobacco Metabolites Urine
samples)
Sample Quantity™: [ ] Sample Quantity (UOM)* Concentration
(required for DNA / RNA samples)
Optional Fields
Sample Collection Method: Sample Container Type: [ Isample Preservative:
Sample Collection Date: Sample Aliquoting:
Sample Storage Temp: Sample Freeze/Thaw Cycles: l:lSample Shipment Info:

Comments by PI: Sample Group ID: [ |pox-Pesition:

[ Keep Values in Fields for Next Assignment

Original  Original , ___ Sample Sample  Sample Sample Sample  Sample  Samp
cHEAR OO 3l g signed Sample . . s Sample " Sam 2mp
5 !’-n::lg)ecl Spe:'.l;mn oo Gty Guantity Concentration Collection Container " _ Collection ®  Storage FreezerThaw Shipm:

Scan
CHEAR = "
Method  Type Date  Pauoting o o cyeles Info

S0

26134 3867565 1281 SO0 ul 3/5/2008
Pl Comments:

A7KN1 3783007 1202 500 ul 1 8152000
Pl Comments:

41KX0 3783007 1202 Qoo 500 ul 1 8152000

Pl Comments:

0251 4820446 orisub_11 4.00 mi undefined undefined  1/1/2015 4 a undefir
Pl Comments: undefined

12C22 7083827 20000 ul needle  undefined undefined  1/1/2015 -20 a undefir
Pl Comments: undefined

< >

Figure 41 — Specimen ID — Participant ID mapping

e Please click on the “Map SIDs to PIDs in bulk” button to map many SIDs to PIDs at
once. A mapping template, downloadable from DSRP, has to be used to conduct
mapping in this manner. The following mapping page will display.

Welcome, Pl-tester Sinai

Home My Projects Search FAQ Log Out
Data Upload
CHEAR Project ID: 200-2017 CHEAR Project Status: Initial Data Reviewed by Stats Core

Upload a Project File

Bulk i use SID-PID ing templatql (Download here) tojupload mapping file

Category * SID-PID mapping
File * Browse

Short Desciption

Figure 42 — Map CHEAR Specimens to Participants (in bulk) page

o Please download the template and fill in all mandatory information. We
encourage you to add all available optional information for each sample.
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o Hint: file Original_Specimen_ID_mapping.xls, in the generated IDs section of
the project review page, can be used to fill in the SID-PID mapping template.

Generated IDs

File Name Date Uploaded File Uploaded By
CHEAR_Participant_IDs xls PXLs | System Generated
[ Original_Specimen_ID_mapping xlIs PXLs | System Generated]

Figure 43 — Original_Specimen_ID_mapping.xls file in Generated IDs section of Project Review page

o Save you SID-PID mapping file on your local computer drive and name it
meaningfully, such as SIDs-PIDs_mapping CHEAR_Project_200-2017 xls
where 200-2017 is the CHEAR project ID.

o Go to the bulk SID-PID mapping page, that is illustrated in Figure 42, browse
to your mapping file (e.g. SIDs-PIDs_mapping_ CHEAR_Project_200-2017 xls),
and click the upload button.

o You should see your mapping file in the SID-PID mapping files section

Step 5 [ ————
SID-PID mapping files
File Name File Description Date File Uploaded B!

Uploaded P i

g SOl 5 0 xlcx _SID-PID mapoing 05/17/2017 —_— Alex Zhilomirsky =
test_SID-PID_mapping xlsx SID-PID mapping 05/18/2017 d; Alex Zhitomirsky u I

Data Uploaded

Date
File Name File Description File  Uploaded By Category

Uploaded
CRF Guide for test for encryption 03/02/2017 & Pl+ester Sinai Original Study Data
MSDW_ezra_comments_v2 xIsx _— u
Generated IDs
File Name Date Uploaded File Uploaded By
CHEAR_Participant_|Ds xIs FLs | System Generated
Original_Specimen_|D_mapping xls s | System Generated

Figure 44 — uploaded SID-PID mapping file

o The staffs at the Statistical Core of CHEAR DC will work with you closely to
ensure the mapping is done correctly. Upon positive validation of your SID-
PID mapping file, the staffs at Statistical Core will ingest SID-PID mapping
data into DC database to update the Original_Specimen_ID_mapping.xls file.
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3.3 Retrieve your Shipping Manifest

Once you have mapped PIDs to SIDs, a Shipping Manifest now appears in the Generated IDs
section on the specific Analysis view (for which you had mapped the specimens). See
circled portion on the screenshot above.

Generated IDs
File Name Date Uploaded
CHEAR_Participant_IDs xis

Uploaded By

System Generated

Syctem Geoacatad

0 mancing xt

Lab Hub T1

6 (BB F

System Generated

Figure 45 Shipping Manifest file

e To download the Manifest, click on the “xIs” icon.
Important NOTE: due to a very recent Microsoft release, there is an error opening
the Excel file that may appear.

We are working on fixing this. In the meantime the workaround is:
o The file may not open initially, or may look “blank” when opened
o Inwindows, Right-click on the downloaded excel file, and click “Properties”
o Inthe General tab of the properties window, click the “Unblock” button (see
screenshot below), and then click OK.
§ % | Shipping_Manifest (8).xls Properties =)

General |Secun'ty I Details I Previous Version5|
@_u Shipping_Manifest (8)xds

Type of file:  Microsoft Excel 97-2003 Worksheet (xds)
Opens with: @ Microsoft Excel

4 Location: ChUsers'fazze01"\Downloads

Size: 3.00 KB (3.076 bytes)
Size on disk:  4.00 KB {4,056 bytes)

Created: Today, December 21, 2016, 4 minutes ago
Madffied: Teday, December 21, 2016, 4 minutes ago

Accessed: Today, December 21, 2016, 4 minutes ago

||| Attributes: [FlRe nlyi [ Hidden

L Security: This file came from another
computer and might be blocked to
help protect this computer.

Advanced...
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O
alert. Click Yes

Now, try to re-open the excel file. You may be presented with the following

Microsoft Excel

=

! ..."

Yes

[ ] |

Mo

| [ o |

The file you are trying to open, 'Shipping_Manifest (8).xls', is in a different format than specified by the file extension. Verify that the file is not
corrupted and is from & trusted source before opening the file. Do you want to open the file now?

O

Any data that had been entered on the screen shall be present on the

Manifest.

The Shipping Manifest will open as a fully editable formatted excel document.

=] 3=
Home | Insert
=0 ¥ cut

Ca Copy -
- Format Painter

Page Layout

Calibri

Paste

Clipboard Fant

-1

B 7 O~ -

Shipping_Manifest (8)xls - Microsoft Excel

Formulas  Data  Review  View  Developer

< A A E =1 Wrap Text

& A-

Alignment

] Merge & Center ~

General
$

Humber

v %, s | % ;% Conditional Format
h ~ Formatting - as Table ~ Styles ~

Cell

Styles

Insert Delete Format

Cells

(=6 [
2@ o 2

N LEEN L

&2 Clear~
Editing

Sort & Find &
Filter - Select =

19 %

A

CHEAR SAMPLE SHIPMENT MANIFEST: To be

B c D E F

while packing and preparil

G

N

Jr [l <

by the Project

Project Information

Project Investigator Name:

Alex Zhitomirsky; Pl-tester Sinai;

Project Contact Email:

Project Contact Phone:

CHEAR Project Name:

User Guide Demo 1

CHEAR Project ID:

200-06

Ship To Address:

shipment Date:

Expected receipt date:

Carrier:

Shipment ID/Carrier Tracking Number:

Shipping Temperature:

#Storage Containers:

Total # Samples:

Comments:

sample
Group ID

sample
Collection
Date

sample
Type

Local SID |Lab Hub

Sample
Collection
Method

sample
Container

Type

sample
Preservative

Quantity
uom

sample
Quantity

sample
Aliquoting

sample
Storage Temp

sample
Freeze/Thaw

Cycles

sample

Info

wB

T2 - Michigan

10/ml

Pl C

[T2 - Michigan | [we

20[mi

Pl C

[T2 - Michigan | [we

12]mi

PI1 G

29
W« » M| shipping_Manifest (8) ./ ¥J
Ready | F3 |

|[EEE @ 100% (=)

O

Note: Any changes made directly on the Excel file will not make their way

back into the portal system unless directly entered onto the portal screen.
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o Note: When saving the Shipping Manifest on your local computer, you should
change the File Type to xls / xIsx to avoid re-encountering the formatting
alerts mentioned above. (See screenshot below).

| Recent Places - Shortcut E WY C-CDRN Data Quality Rules - 2015063...  6/3

| Recent Places Excel Workbook (*xlsx)
admin Excel Macro-Enabled Workbook (*.xlsm)
Excel Binary Workbook (*.xlsh)
. Excel 97-2003 Workbook (*.xls)
[braries XML Data (*xml)
Documents  3ingle File Web Page (*. mht;*.mhtml}
Web Page (*.htr:*.html)
Music Excel Template (*.xltx)
Pictures Excel Macro-Enabled Template (*xltm)
= Excel 97-2003 Template (*xit)
e Text (Tab delimited) (*.o)
Unicode Text (")
ot erosats el /95 Workpook ()
icrosoft Excel 5. orkbook (*.xls
b MOUNTSINAL oy omma delimited) (*.csv)
Data (\\Users2 Formatted Text (Space delimited) (*.prn)
Text (Macintosh) (*.bd)
Ezra Fass (\\SL Text (MS-DOS) (*:0x)
MSDW - Share Csy (Macintosh) (*.csv)
CSV (MS-DOS) (*iesv)
DIF (Data Interchange Format) (*.dif)
Etwork SYLK (Symbaolic Link) (*.slk)
Excel Add-In (*.xlam)
Excel 97-2003 Add-In (*xla)
PDF (*.pdf)
3 XPS Document (*.xps)
File name: OpenDocument Spreadsheet (.ods)

Save as type: [Excell Workbook (*.xdsx)

4.0 Retrieving Lab Analysis Data from the portal

NOTE: This section assumes that the Lab Hub has completed their sample analysis,
and has uploaded their result data to the Data Submission and Review Portal.

4.1  Step One: Navigate to the Relevant “Analysis”

Step 1 Reached the limit of CHEAR Participant 1Ds

Step a0 Upload Data

Data Uploaded Active ™

File Name File Description Date File  Uploaded By Catego

& Uploaded B Y i

CHEAR project data dictionany 08/25/2016 s Pl-tester Sinai Data Dictionary / Codebook =

Data_dictionary_template_v2 xlsx — E |

MSOW Pamphlet w3 pptx test supporting document 08/25/2016 Pl-tester Sinai Supporting Documents for =
Project E |

Specimen_Cateqgoryxlsx Epi Data for Project 08/25/2016 aa Pl-tester Sinai Project Results Data u:

Generated IDs

File Name Date Uploaded File Uploaded By

CHEAR_Participant_IDs xls s System Generated

Local_Specimen_ID_mapping x5 o< Systemn Generatec

Analyses

Analysis Title Analysis Method Number of Subjects Number of Sample|

B2 - Blond Metals ©s and Sb 5 10

BSMOKE - Tobacen hetabolites 5 10

Figure 46 Analyses list on Project View page
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¢ Logon and Navigate to your project.
e C(Click on the Relevant Analysis Name that you want to retrieve Lab Data for. You will
be navigated to the Analysis Level view.

4.2  Step Two: Retrieve Analysis Data

CH E A Children's Health Exposure ~ Data Submission and Review

Analysis Resource ) S Portal
This resource is made available by grants from the National Institute of Environmental Health Sciences. o) & 2 O C
Welcome, Pl-tester Sinai

Home My Projects Search FAQ Log Out
View Analysis
Analysis Title: BM2 - Blood Metals Cs and Sh

Analysis Description:

Analysis Method:

Analyte Panel: Blood

Subject Number: § Sample Number: 10

Upload Data Map CHEAR Specimens to Paticipants

Data Uploaded Active v |
. E L Date E
1Lz D2soription iz Upload=d By Caieqory
ile Mame o
Demo_lab_data xisk Fake Lab Data for user Demo 12/21/2016 gy LAB-ester  Lab Results Data
== Sinai

Figure 47 Analysis Result file (example)

e Any data uploaded at the Analysis Level will appear in the “Data Uploaded” section.
o You will see the file Name, Description, date of upload and Who uploaded the
file listed.
o You can download each file listed by clicking on the “xls” icon.

e NOTE: for Metabolomics data (that has separately been posted to the Metabolomics
Workbench) - a link ICON will appear, that when clicked will (in a separate browser
tab) open the Metabolomics workbench directly for that project.

C H E A Children’s Health Exposure Lo ' Data Submissi::' annjl Review

s

Analysis Resource SIS, Po

This resource /s made avallable by grants from the National Institute of Environmental Health Sciences. 2o

Welcome, Pl-tester Sinai

Hame My Projects Search FAQ Log Out
View Analysis
Analysis Title: BSWOKE - Tobacco Metabolites

Analysis Description:

Analysis Method:

Analyte Panel: Urine

Subject Number: 5 Sample Number: 10

e

Data Uploaded [nctve v
File Name File Description F)ate File Uploaded By Category
[Metabu\um\cs Results 12/2172016 J') SC-tester Hyperlink ]
ol
O e diDs

Figure 48— Metabolomics Result link
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